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SEQUENCE LISTING 

<110> BIOMUNE COMPANY 

<12 0> CHICKEN ANEMIA VIRUS VACCINE FROM CELL 
LINE 

<130> 02108 . 0002P2 

<150> 60/550,573 
<151> 2004 1 03-05 

<160> 2 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 2294 
<212> DNA 

<213> Chicken anemia virus 



<400> 1 

gcattccgag tggttactat tccatcacca ttctagcctg tacacagaaa gtcaagatgg 60 

acgaatcgct cgacttcgct cgcgattcgt cgaaggcggg gggccggagg ccccccggtg 12 0 

gcccccctcc aacgagtgga gcatgtacag gggggtacgt catcagtaca ggggggtacg 180 

tcacaaaaag gcgttcccgt acaggggggt acgtcacgcg tacagggggg tacgtcacag 24 0 

ccaatcagaa gctgccacgt tgcgaaagtg acgtttcgaa aatgggcggc gcaagcctct 3 00 

ctatatattg agcgcacata ccggtcggca gtaggtatac gcaaggcggt ccgggtggat 3 60 

gcacgggaac gacggacaac cggccgctgg gggcagtgaa tcggcgctta gccgagaggg 42 0 

gcagcctggg cccagcggag ccgcgcaggg gcaagtaatt tcaaatgaac gctctccaag 48 0 

aagatactcc acccggacca- tcaacggtgt tcaggccacc aacaagttca cggccgttgg 54 0 

aaacccctca ctgcagagag atccggattg gtatcgctgg aattacaatc actctatcgc 600 

tgtgtggctg cgcgaatgct cgcgctccca cgctaagatc tgcaactgcg gacaattcag 660 

aaagcactgg tttcaagaat gtgccggact tgaggaccga tcaacccaag cctccctcga 72 0 

agaagcgatc ctgcgacccc tccgagtaca gggtaagcga gctaaaagaa agcttgatta 780 

ccactactcc cagccgaccc cgaaccgcaa gaaggtgtat aagactgtaa gatggcaaga 840 

cgagctcgca gaccgagagg ccgattttac gccttcagaa gaggacggtg gcaccacctc 900 

aagcgacttc gacgaagata' taaatttcga catcggagga gacagcggta tcgtagacga' 960 

gcttttagga aggcctttca caacccccgc cccggtacgt atagtgtgag gctgccgaac 102 0 

ccccaatcta ccatgactat ccgcttccaa ggagtcatct ttctcacaga aggactcatt 1080 

ctgcctaaaa acagcacagc ggggggctat gcagaccaca tgtacggggc gagagtcgcc . 114 0 

aagatctctg tgaacctgaa agagttcctg ctagcgtcaa tgaacctgac atacgtgagc 1200 

aaaatcggag gccccatcgc cggtgagttg attgcggacg ggtctaaatc acaagccgcg 1260 

gagaactggc ctaattgctg gctgccgcta gataataacg tgccctccgc gacaccatcg 132 0 

gcatggtgga gatgggcctt aatgatgatg cagcccacgg actcttgccg gttctttaat 13 80 

caccctaagc agatgaccct gcaagacatg ggtcgcatgt ttgggggctg gcacctattc 144 0 

cgacacattg aaacccgctt tcagctcctt gccactaaga atgagggatc cttcagcccc 1500 

gtggcgagtc ttctctccca gggagagtac ctcacgcgtc gggacgatgt taaatacagc 1560 

agcgatcacc agaaccggtg gcgaaaaggc gaacaaccga tgacgggggg tattgcttat 1620 

gcgaccggga aaatgagacc cgacgagcaa cagtaccctg ctatgccccc agaccccccg 1680 

atcatcacca gtactacagc gcaaggcacg caagtccgct gcatgaatag cacgcaagct 174 0 

tggtggtcat gggacacata tatgagcttt gcaacactca cagcactcgg tgcacaatgg 1800 

tcttttcctc cagggcaacg ttcagtttct agacggtcct tcaaccacca caaggcgaga 1860 

ggagccgggg accccaaagg ccagagatgg cacaccctgg tgccgctcgg cacggagacc 192 0 

atcaccgaca gctacatggg agcacccgca tcagagctgg acacaaattt ctttacgctt 1980 

tacgtagcgc aaggtacaaa taagtcgcag cagtacaagt tcggcacagc tacatacgcg 2 04 0 

ctaaaggagc cggtaatgaa gagcgattca tgggcagtgg tacgcgtcca gtcggtctgg 2100 

caactgggta acaggcagag accataccca tgggacgtca actgggccaa cagcaccatg 2160 

tactggggcg ggcagccctg aaaagggggg gggctaaagc ccccccttga acccccccct 222 0 

gggggggatt cccccccaga cccccccttt aaatagcact caataaacgc agcaattggc 22 80 
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tttatcgcac aatc 2294 

<210> 2 
<211> 786 
<212> PRT 

<213> Chicken anemia virus 



<400> 2 
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Met 
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770 






Arg 


Leu 







785 



Ala 


Ser 


Glu 


Leu 
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Asp Thr Asn Phe 
380 

Gin Gin Tyr Lys 
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Met Lys Ser Asp 
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Leu Gly Asn Arg 
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Ser Thr Met Tyr 

Pro Ala Ala Gly 
460 

Gly Pro Ser Gly 
475 

Pro Arg Arg Tyr 
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Lys Phe Thr Ala 
505 

Tyr Arg Trp Asn 

Ser Arg Ser His 
54 0 

Trp Phe Gin Glu 
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Leu Glu Glu Ala 
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Lys Arg Lys Leu 
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Lys Val Tyr Lys 

Ala Asp Phe Thr 
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Phe Asp Glu Asp 
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Asp Glu Leu Leu 
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Val Met Asn Ala 
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Phe Arg Pro Pro 

Glu He Arg He 
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Gly Cys Ala Asn 

. 715 
Asn Ser Glu Ser 
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Gin Pro Lys Pro 
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Arg Val Ser Glu 

Pro Arg Thr Ala 
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